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SPSS version 20. Ethical approvalwas obtained prior to commence-
ment of the study.
Results: Participants fed on MOLP after 2 months had increased
height F (1,142) =38.99 and weight F (1,142)=9.35 at P< 0.05 than
the controls. However, no differencewas observed on BMI. Interac-
tion pattern ofMOLP and gender onweight showed thatmaleswho
were fed on MOLP beneﬁtted signiﬁcantly on weight than other
males on Placebo. Gender as a covariate, while MOLP and age as
independent variables; signiﬁcant differences were seen regards
to age on height and weight F (3, 143) =129.33, F(3,143) = 14.18 @
P<0.001. Signiﬁcant interaction of MOLP and age on weight were
also found F (3,134) = 2.85 @ P < 0.03 level of testing. Participants
aged 3, 4, 5, years fed onMOLP hadmarked increase inweight com-
pared with the control. However, the opposite was found among
the 2 years participants.
Conclusion: Preliminary data showed MOLP can improve
anthropometric values in children and thus improve nutrition,
with male pupils gaining more weight than females. This there-
fore shows gender difference in nutritional improvement among
children fed with MOLP.
http://dx.doi.org/10.1016/j.ijid.2014.03.1036
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Background: Leishmania is caused by intracellular pathogen
which development depends on impaired cell-mediated immu-
nity. This parasite previously detected in speciﬁc population such
as in patientswith primary immunodeﬁciency aswell as secondary
immunodeﬁciency like acute lymphoblastic leukemia (ALL).
Methods & Materials: Case Report: We describe a case of a 8
years old girl, with ALL type B Calla (+), high risk, in remission,
who developed visceral leishmaniasis (VL), during the initial main-
tenance therapy. We suspected its, based on her clinical ﬁndings
such as high fever, that doesn’t dominate by antibiotics, hep-
atosplenomegaly, pancytopenia and conﬁrmed by the detection of
the small number of Leishman-bodies in the bonemarrow aspirate.
We performed the serologic tests (Elisa), in addition to bone mar-
row aspiration (BMA), in order to maximize the chances of making
a diagnosis.
Results: The initially treatment was with meglumine
antimoniate-antimony compounds for 28 days. We don’t use
Ambisome as a ﬁrst line treatment due to the high cost and the
luck in hospital. After this treatment in the repeated BMA, Leish-
mania could not be detected and revealed no blasts. She seemed
clinically improved, but still persisted liver and spleen. Five
months later, while the girl was under treatment with chemother-
apy, was observed a tendency to fall back in pancytopenia,
recurrent respiratory infection episodes, high fever and pro-
nounced hepatosplenomegaly, so we suspected for a early relapse
of Leishmaniasis, we got a few extracellular Leishman-bodies in
repeated BMA and serology tests were again positive;
In this condition we decide to use Ambisome 3mg/kg/P: D1-5,
D14, D21. Subsequent therapy resulted in complete parasite clear-
ance (repeated BMA), all the haematological parameters recovered
and the spleen reduced signiﬁcantly.
During this treatment she had no need for blood transfusions
and tests for hepatic and renal functions, checked all the time,
resulted in no signiﬁcant changes.
Conclusion:We strongly recommend the Ambisome as the ﬁrst
line treatment in such associations as ALL/VL, in order to prevent
the possible relapse of VL. Ambisome was assessed as short dura-
tion treatment and seemed to be well tolerated and effective.
http://dx.doi.org/10.1016/j.ijid.2014.03.1037
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Background: Helminths infestations is one of the neglected
tropical diseases that affects over 90 million of school aged chil-
dren in Africa. It is a major public health problem especially in
communitieswith poor sanitation andhygine practices. The degree
of morbidity is related to the intensity and the number of species
harboured. Control is neccesary because children are at higher risk
of infection and may suffer from nutritional deﬁciencies, cognitive
and physical development impairement. To achieve this, updated
epidemiologic data is neccesary to guide policy makers and mass
drug administrators.
Methods & Materials: Cross-sectional study was used deter-
mine the the prevalence, intensities, patterns, relationships and
geographical distribution helminths species in primary school chil-
dren aged 5-12 years old in Kisumu Municipality. Stool samples
was also collected from 1300 pupils aged 5 to 12 years, randomly
selected from 12 schools and analyzed for parasites using Kato-
Katz technique. Primary schools were mapped using geographical
information system data.
Results: Overall, 40.69%(529) of the pupils were infected by at
least a species of a helminth. The prevalence of single helminth
infections for hook worms, Ascaris lumbricoids, Trichuris trichuria
and Schistosoma mansoni was 2.15%(28), 3%(39), 12.08%(157) and
32.77%(426) respectively. The prevalence of dual co-infections was
7.54%(98), triple helminth co-infestations 0.1%(10) and quadruple
co-infestations 0.08%(1). Light intensities were commonest in all
the helminths. Most helminths were more prevalent in 9-12 years
age group than in 5-8 years age group, A. lumbricoids P=0.0159(95%
CI=1.391-24.285), T. trichuria P=0.0002(95% CI=1.599-4.541)and S.
mansoni P=0.0001(95% CI=2.461-4.888) and not signiﬁcant in hook
worms P=0.0592(95% CI=0.947-17.059). Male pupils were more
infested than female pupils by hook worms, A. lumbricoids, T.
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trichuria and S. mansoni at OR of 2.830, 2.572, 1.432 and 1.402
respectively. Mapping showed presence of Schistosoma mansoni
and Trichuris trichuria in all school.
Conclusion: Helminths is a public health problem in Kisumu
municipality with S.mansonibeing the commonest. Geographical
mapping proved an important tool, it provides accurate informa-
tion that allows good planning and implementation of mass drug
administration through schools. These results provide current epi-
demiologic information to the Ministry of Health and stakeholders
that could be used in targeted implementation of helminths control
and eradication strategies.
http://dx.doi.org/10.1016/j.ijid.2014.03.1038
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Background: Due to high incidence rates and the develop-
ment of new drug-resistant or multidrug-resistant strains of TB,
the development of new medicines and treatments is a necessity.
In order to develop these drugs, Mycobacterium tuberculosis (Mtb)
needs to be studied more completely; this study performs a char-
acterization of the metabolome of Mtb. A previous project used
comparative genomics to identify genes unique to pathogens and
toM. tuberculosis. Many of the interesting genes that emergedwere
annotated as uncharacterised or hypothetical proteins.
Methods & Materials: To unravel their roles in the cell, data
has been integrated from a variety of sources, both computation-
ally predicted and experimental, to generate functional networks
for the proteome. This ﬁrst step involved creating a catalog of Mtb
metabolic pathways and their phylogenetic proﬁles. The data from
multiple resources was compiled together into a matrix of all Mtb
strain H37Rv proteins, along with unique (non-orthologous) pro-
teins fromstrainsKZN1435, CDC1551,H37RaandF11. Eachprotein
shows a full phylogenetic proﬁle of all organisms with orthologs
in Mtb. Pathway data was initially ﬁlled in from KEGG and Uni-
Pathway data, and then additional uncharacterized pathwayswere
predicted using Gene Ontology (GO) terms, KEGG reference path-
ways and homology to characterized proteins from closely related
organisms.Next these functional networkswereused in anattempt
to ﬁnd ‘missing’ reactions in the pathways. Following this, pathway
information has been compared between Mtb and M.leprae, E. coli,
and the reference pathways.
Results: Some pathways have missing steps in cases where
Mtb uses the host metabolism, and signiﬁcant pathways in this
regard have been found and imaged on pathway maps. Signiﬁcant
differences between the compared species could show copies or
missing pathways in Mtb. In the end, the number of proteins with
unclassiﬁed pathway involvement could be split into different cat-
egories: possiblemetabolic proteinswith either vague descriptions
or the exact enzyme known, classiﬁed non-metabolic proteins and
unclassiﬁed proteins. A number of interesting pathways that could
be completed or almost completed were located.
Conclusion: It is hoped that this full characterization can aid in
the understanding of the metabolism of Mtb and lead to new drug
development
http://dx.doi.org/10.1016/j.ijid.2014.03.1040
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Background: Nontuberculous mycobacterial (NTM) infections
are an emerging challenge in terms of diagnosis, surveillance and
treatment. Objectives: to evaluate the relative frequency and clin-
ical outcome of active nontuberculous mycobacterial cases among
non-HIV patients in a Brazilian reference center.
Methods & Materials: A retrospective, longitudinal and
descriptive studywas performed involving patients non-HIV adults
patients followed in a Regional Reference Center for Mycobacteria
in Brazilian Southest area, from 2006 to 2013. ATS criteria (2007)
were employed for the diagnosis and treatment. BACTEC MGIT and
PRA (PCR restriction analysis) were used for detection and species
identiﬁcation, respectively.
Results: Thirty one cases of active disease caused by nontuber-
culous mycobacterial (NTM) were followed. The relative frequency
according to species was the following: M. avium in 10 (32.2%),
M. kansasii in 8 (25.8%), M. abscessus in 7 (22.5%), M. chelonae in3
(9.6%), M. fortuitum in one case, and others in 2 (6.4%) cases. Pul-
monary (exclusively) site was the most common in 25 (80.6%)
patients, followed by extra-pulmonary in 4 (12.9%) and pulmonary
associated to extra-pulmonary in 2 (6.4%) cases. Evident predispo-
nent risk factor was observed in 24 (77.4%) cases: underlying lung
disease in 14 (58.3%); previous surgery procedure in 4 (16.6%); oth-
ers in 2(8.3%) cases. The most frequent antimicobacterial regimen
was Claritromicin, Amikacin associated to ﬂuorquinolone (Levo-
ﬂoxacin/oﬂoxacin). Microbiological conversion was observed in a
median of 6 months after the beginning of the therapy. Clinical
outcome was favorable in 11(35.5%) patients in the 6th month after
the start of speciﬁc treatment and 14(45.2%) in 12th month. Six
patients with M. abscessus underwent to multiple treatments with
persistence of isolation of NTM.
Conclusion: The relative frequency of NMT species observed
was similar as reported by others authors. Patientswith pulmonary
disease caused by M. abscessus had poor outcome with persis-
tant detection. Besides the opportunistic character, these results
highlight the necessity of evaluation of new combined regimens
including surgery and multiple parenteral antimicrobial for pro-
longed time in order to deal with nontuberculous mycobacterial.
http://dx.doi.org/10.1016/j.ijid.2014.03.1041
